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Molecular marker data



Visualization of marker data
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►Disadvantage
| Does not take into account map information
| Very limited amount of alleles can be colored
| 255 column limit !

►Advantage
| Flexible environment for sorting, filtering



GGT: graphical genotypes

►Aim (end of last century): visualize marker data in a 
more flexible way

►Not to much hassle to get data from already existing 
formats (loc-file for mapping and resulting map) into 
package

►Show some statistics on marker data

►First windows 3.1 version developed in 1997
| (GGT is only available for windows)



1997 version of GGT



Many additions but main concept not 
changed..

►Some highlights:
| 32 bits version released in 1998
| Paper in Journal of Heredity 1999
| Computer demo @ PAG 2006!

►Additions:
| Filtering + sorting
| Input/output (excel, mapchart, mega)
| A growing range of advanced analysis methods



GGT website visits..



2006 edition of GGT will now be demonstrated
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►Back up slides..





Input files: map and locus data















Export to MapChart
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